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regulation of chemokine production
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negative regulation of viral process
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response to vitamin E
negative regulation of viral genome replication

regulation of viral life cycle
interaction with host

response to amino acid starvation
cellular response to amino acid starvation

translation regulator activity
eukaryotic translation initiation factor 2alpha kinase activity

response to molecule of bacterial origin
response to lipopolysaccharide

regulation of translation in response to stress
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regulation of translational initiation by eIF2 alpha phosphorylation
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regulation of translational initiation
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regulation of cytokine production
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response to extracellular stimulus
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