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A Top Pathways enriched for aspirin effects

Rank/ GSEA pathway description
Direction
1-Up Genes up-regulated in comparison of B cells versus monocytes. © ]
Genes up-regulated in comparison of B cells from influenza vaccine % '
. " c
2-Up at day 7 versus monocytes from influenza vaccine at day 7 °
. . . o
Gengs up-regulated in (?omparlson of naive B cells versus < 1.00 e e AspirinExposure
3-Up unstimulated neutrophils a N
o
10-Up GO (Gene Ontology): Ribosome biogenesis g ves
13-Up GO: Ribonucleoprotein complex biogenesis u 0751
20-Up GO: rRNA metabolic process £
3 -Down Genes involved in Response to elevated platelet cytosolic Ca2+ B .50
4 - Down Neighborhood of GPX4
5 -Down Genes involved in Glucose metabolism
6 - Down Genes involved in Gluconeogenesis 0-25 ] ; :
7 - Down GO: Carbohydrate biosynthetic process Visit Number
0.04 1 [AII small molecules]
0.03 1 o
Molecule Score  Description
. H-7 96.37  PKA inhibitor
fé . ] \ parbendazole 96.05  tubulin inhibitor
8 ) ‘ cyclooxygenase inhibitor, nitric oxide donor,
platelet aggregation inhibitor, thromboxane
aspirin 94.35 synthase inhibitor, TP53 expression enhancer
0.01 4 cephaeline  92.05 protein synthesis inhibitor
{NFKB inhibitors } GSK-3 glycogen synthase kinase inhibitor, PKC
\ o inhibitor, superoxide dismutase expression
- \c_\\ inhibitor-IlL  92.03  inhibitor
0.00 - B emetine 90.8 protein synthesis inhibitor
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